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The management for external auditory canal squamous cell carcinoma based on
genomic and proteomic analysis
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This study analyzed genetic mutations based on targeted next-generation
sequencing in tissue samples to explore somatic gene mutations associated with the
clinicopathological features in patients with external auditory canal squamous cell carcinoma. Gene
alterations were most frequently observed in TP53 (59.1%), followed by CREBBP (9.1%). However,
except for TP53, this analysis did not identify mutations in major cancer-related gene, such as
NOTCH1, FAT1, CDKN2A and PIK3CA. TP53 mutations showed significant correlation with T classification

(p=0.027). Multivariable analysis using the Cox proportional hazards model demonstrated that TP53
mutations were independent predictors of overall survival rates for EACSCC patients (p=0.007).
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