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Generation of animal model and functional analysis of EYS, a retinitis
pigmentosa-causing gene, in zebrafish
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The human eyes shut homolog (EYS) gene is a major cause of retinitis
pigmentosa, accounting for about 30% of all cases, in the Japanese population, however, there is
currently no treatment. In this study, the grant recipient used zebrafish as an animal model by
generating eys knockout (eys-/-) and analyzing function of EYS protein. Photoreceptor degeneration
was observed in the mutant and expression levels of several genes were remarkably reduced.

In addition, in the digenic eys+/-; low-density lipoprotein (LDL)-related receptor-5 (lrp5)+/- eye,
expression level of retinol binding protein 1 (rbpl), the protein important for the retinoid cycle,
was remarkably reduced.
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