(®)
2017 2018

TRNA

Exhaustive and functional analysis of tRNA modification in oral squamous cell
carcinoma, and development a new treatment strategy

Takahashi, Nozomu
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The purpose of this study is to determine the functional role of the tRNA
modification in the oral squamous cell carcinoma (0SCC). First, we tried exhaustive analysis of tRNA
modification by using the clinical sample of 0SCC. We found that a certain modification showed
significant increase In tumor sample in comparison to peripheral normal tissue. The expression
status of this modification correlated with T classification and clinical stage. In addition,
suppression of this modification enzyme showed decrease of proliferating ability and increase of
anticancer drug sensitivity in cultured OSCC cell. These results suggest that tRNA modification may
be a promising target for new diagnostic modality and treatment strategy.
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