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Development of novel diagnosis and therapy based on exosome for oral carcinoma

SHINOZUKA, Keiji
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We performed microRNA microarray analysis in human normal oral keratinocytes
(HNOKs) and oral squamous cell carcinoma (0SCC)-derived cell lines. To identify networks of
interacting genes, the expression status of the microRNAs were evaluated and the candidate genes and
determined microRNAs were examined by using Ingenuity Pathway Analysis software.We identified
candidate 20 microRNAs for molecular targeting. Our findings may contribute to an understanding of
key biologic functions and pathways of certain microRNAs associated with O0SCC, and the expression
status of miR-125b may play an important role in the progression and prognosis of this disease.
These networks were also associated with Molecular Mechanisms of Cancer and Cell Cycle: GI/S
Checkpoint regulations. In addition, the differential expression status of miR-125b may provide
insights into the process of tumorigenicity and for planning new treatment strategies.
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Pancreatic Adenocarcinoma Signaling  Molecular Mechanisms of Cancer Cell Cycle: G1/S
Checkpoint Regulation 2
Shiiba M, Shinozuka K et a. Br J Cancer 108(9):2013.
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