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Profiling of EBV positive DLBCL by DNA methylation epigenotype
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De novo EB virus positive DLBCL showed markedly higher DNA methylation
pattern. De novo EB virus negative DLBCL demonstrated high methylation pattern but it’ s not so high
as de novo EB virus positive DLBCL. Immunosuppression based EB virus positive DLBCL showed low DNA

methylation pattern as immortalized lymphocytes.

Next we performed RNA sequence and combined them with DNA methylation data. DNA methylation and gene
expression showed inverse correlation. Thus, aberrant hyper DNA methylation induced suppression of
key transcription factor targeted genes for the pathogenesis of EB virus positive DLBCL.

Our work provided that we could profile the pathogenesis of EB virus positive DLBCL by DNA
methylation epigenotype, and they depended on if they have background of immunodeficiency or not.
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