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Iﬂentification of novel gene of spinocerebellar ataxia for new target of
therapy.
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I had tried to find novel genes of spinocerebellar ataxia in our eight
spinocerebellara ataxia families. | used whole-exome analysis, whole-genome analysis, and linkage
analysis. | had diagnosed two families among these eight families. | had screened two genes among
our data-set. | had found one and two more families with these causative genes. These genes were
reported by other teams. That indicated that these genes were truly causative genes. Thereafter, I
collected precise clinical data of patients with these gene mutations. | had already reported one of

them. 1 had already submitted another one. 1 would continue analyzing of remained six families with
spinocerebellar ataxia families.
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