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Investigation of skeletal muscle atrophy mechanism and role of microRNA using
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i The purpose of this study is to investigate how miR-494, which regulates
muscle fiber type formation, plays a role in vivo. and to develop therapeutic agents for

lifestyle-related diseases and muscle diseases.

First, we found that miR-494 directly controls p300 and regulates type lla muscle fiber formation
during myogenesis from human iPS cells. p300 is involved in muscular dystrophy development,
suggesting that miR-494 may be included in the pathology of muscle disease. Second, we found that
miR-494 suppressed p300 and Myh2 expression in mouse skeletal muscle. We also succeeded in producing

miR-494 knockout mice.

This result suggests that miR-494 may be a target for the treatment of muscle diseases.
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MicroRNA-494 plays a role in fiber type-specific skeletal myogenesis by targeting transcriptional coactivator p300 in human
induced pluripotent stem cells.
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