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Functional analysis and application studies of gut microbe-derived
sulfoglycosidase and sulfated mucin in symbiosis
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Bifidobacterium bifidum, a beneficial gut microbe, expresses many
membrane-surface glycan-degrading enzymes, although by which it degrades mucin glycoproteins
secreted from intestine, the details of mucin degradation were remained unclear. Therefore, one of
such membrane-surface glycan-degrading enzymes from B. bifidum, sulfoglycosidase Bbhll, was
characterized in this study. The study revealed that 1) details of Bbhll mucin-degrading activity
and bbhll gene response upon mucin in vitro, 2) x-ray crystallography of Bbhll. These results help
understanding about the mechanism how beneficial gut microbes adapt to intestinal habitat.
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