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Investigation of physiological functions of epigenetic regulator Uhrfl in
rheumatoid arthritis
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In rheumatoid arthritis, epigenetic regulatory mechanisms in synovial cells
are largely unknown. We have tried to explore epigenetic regulator and its molecular functions that
contribute to the progression of rheumatoid arthritis. We found that epigenetic regulator Uhrfl was
significantly increased in arthritis tissue and expressed in synovial fibroblasts. In addition, our
results indicated that Uhrfl in synovial fibroblasts suppressed expressions of cytokines-related
genes and regulated arthritis progression negatively.
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