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Cell-to-cell communication through circulating microRNA in cancer cachexia
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Cancer cachexia is characterized by systemic negative balance of protein and
energy metabolism that result in involuntary progressive losses of skeletal muscle mass and
metabolic dysfunction. Even though physical exercise has been suggested as an effective treatment
for counteracting cachexia progression, the precise molecular regulation remains largely unknown.
For identifying the mechanisms involved in the physical exercise&#8211;mediated maintenance of
skeletal muscle mass and energy metabolism, the effects of voluntary exercise in cachexia mice were
investigated. Particularly, we focused on the contribution of circulatory-microRNA delivered from
tumors to the progression of cancer cachexia. According to our research, we have identified that
therapeutic intervention with low-intensity aerobic exercise can release the cachexia-induced
retardation of muscle protein metabolism and mitochondrial dysfunction which then contributes to the
maintenance of skeletal muscle mass and function.
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