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Analysis of long non-coding RNAs and associated complex in ovarian cancer
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Ovarian cancer is the most poor prognostic cancer in women. Recent advances
in sequencing technology have revealed that long non-coding RNAs (IncRNAs) are substantially
associated with biological phenomena including cancer development and progression. We identified
IncRNAs that are highly expressed in ovarian cancer clinical samples. Knockdown using siRNA against
this IncRNA impaired cell growth of ovarian cancer cells in vitro and in vivo. These results suggest
that this IncRNA could be novel diagnostic and therapeutic target for ovarian cancer.
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Mitobe Yuichi, Takayama Ken-ichi, Horie-Inoue Kuniko, Inoue Satoshi
Prostate cancer-associated INcRNAs
Cancer Letters 481: 159-166, 2018 (
doi: 10.1016/j.canlet.2018.01.012.
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Mitobe Yuichi, lkeda Kazuhiro, Horie Kuniko, Inoue Satoshi
Estrogen-inducible IncRNA facilitates estrogen receptor signaling and contributes
to breast cancer tumorigensis
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Ikeda K, Mitobe Y, Horie K, Inoue S
Identification of hormone-dependent IncRNAs that mediate estrogen signaling pathway

in breast cancer
The 43" Naito Conference, Noncoding RNA: Biology, Chemistry, & Diseases (2017
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Long noncoding RNAs that associate with estrogen receptor signaling and contribute
to the pathophysiology of endocrine therapy-resistant breast cancer
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