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m6A modification of IncRNA named pncRNA-D regulates cell cycle by
controlling the expression of cyclin D1.
RNA is also methylated or acetylated, and this time | focused on the most abundant RNA modification,
m6A. pncRNA-D is a long noncoding RNA transcribed from the promoter region of cyclin D1. m6A
modification of pncRNA-D altered interaction with RNA binding proteins, and half-life of this RNA.
in summary, | discovered m6A modification of pncRNA-D is deeply related with cell cycle and cell
growth of cancer cell lines.
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