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Bas-Congo virus (BASV) is a novel rhabdovirus, detected from patients with
viral hemorrhagic fever. Since BASV has not been isolated yet, BASV-G expressing VSV pseudotype
virus (BASVpv) was prepared. Using this BASVpv, characteristics of BASV were analyzed and the
following results were found, i.e., 1) various mammalian cells were susceptible to BASVpv
infection, indicating the broad host range of BASV, similar to VSV, 2) BASVpv infection was mediated

by BASV-G protein, 3) obvious syncytium formation was induced upon transient low pH treatment of
BASV-G expressing cells. Furthermore, it has been indicated that BASVpv entered the cells by both a
clathrin-dependent pathway and a clathrin-independent pathway. By viral overlay protein binding
assay, a cellular membrane protein was found to reacted with BASV-G protein.
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