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Molecular biological analysis of circadian clock diversity
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Life on Earth is equipped with circadian clock, which allows it to adapt its

life cycle to the 24-hour day and night environment. The circadian clocks of mammals, higher
plants, insects, fungi, and prokaryotes are being analyzed at the molecular level. It is known that
clock proteins have been created through a unique evolutionary process from different evolutionary
origins. The diversity of circadian clock is very interesting for the evolution of organisms.

Cyanobacteria, the simplest organisms with circadian clock, have a kaiABC gene as the core of
their circadian clock. The three Kai proteins that form the circadian clock are encoded by kaiABC
genes. In this study, we analyzed Kai proteins, which can be considered the most primitive circadian

clock, and transfer them to other organisms. The diversity and evolution of Kai proteins were
discussed by trying them out.
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