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Genetic analysis for recessive genes controlled tuberous stem formation
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Usin? a broccoli and kohlrabi cross population, we identified five QTLs
involved in tuberous stem enlargement. Of these, REnBo2-QTL was narrowed down with map-based method
and the candidate gene region could be narrowed down to a physical distance of 0.73 Mbps. Of the 83
genes located in this region, 12 were identified as DEGs by RNA-seq of broccoli and kohlrabi.

Phytohormonal analysis of broccoli and kohlrabi seedlings 10 to 30 days after germination revealed
that the contents of auxin, active GA4 and cytokinins differed between the two species. From these

results, it was thought that the endogenous plant hormone levels play an important role in the
tuberous stem enlargement of kohlrabi.
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