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Evolutionary implications of small RNAs on plant-microbe interactins
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We performed sRNA se?uencing analysis using the Pyricularia oryzae strain
Br48 and its gene knock-out (KO) mutants including double dicer- and triple RNA-dependent RNA
polymerase (RdRP)-KO mutants. In wild type, approximately 65% of the sRNAs were derived from rRNA
and tRNA, and 10% from gene coding and intergenic regions. Several small rRNA sequences, called
small rDNA-derived RNAs (srRNAs), exhibited more than 100-fold enrichment in the AGO-libraries
relative to the WT library, suggesting a tight association of RNAi with rRNA processing and/or
degradation. Consistently, the srRNAs were significantly depleted in the dicer and RdRP KO mutants.
The majority of sRNAs mapped to the gene coding and intergenic regions were not considerably
affected by deletion of either dicer or RdRP, suggesting that their biogenesis were dicer- and
RdRP-independent. This suggests that significant portions of coding gene-derived sRNAs in the Br48
strain are independent of the canonical RNAi pathways.
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