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Development of a method to acquire transome at once
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The genetic information in cells is encoded by genes on the genome DNA. Cell
in the human body have the same genetic information, and selective gene expression 1Is essential for
cells to acquire their individual functions, to form specific tissues. To understand this selective
gene expression, it is essential to elucidate a set of events of transcription on chromatin,such as
binding of transcription factor, histone modification and chromatin remodeling, binding to RNA

polymerase Il locus. To analyze this dynamic events in transcrition, it is critical to develop new
technology to multi-layered analysis including a measurement of RNA amount and epigenome state using

the same sample. In this study, we approached to develop a new transomics methods that could
measure across layers.
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