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Identification of microbiome network and "Master™ bacteria
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Human being lives with about 100 trillion bacteria in/on one’ s body. It is
well known that the commensal bacteria in the gut affect one’ s health, and relationship between
the bacteria and human health has been well studied. In this study, we tried to analyze
relationship between bacteria which may make distribution (i.e., species and number) of bacteria.
Using our own developed method, we measured species and the number of each bacteria in different
positions. Some tendencies on the position dependent amount are similar among some bacteria but not
others, which may be due to the bacteria interaction.
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