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Analysis of temperature memory by using single-cell transcriptome analysis
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Brain contains huge-neural network that memorizes neural information sensed
by appropriated-sensory neuron, but its mechanisms are highly complicated. Although neural network
system is complex, memory system at single cell level is also uncleared yet. Then, the analysis of
neuronal information processing at single cell level by using a simple in vivo model has great
advantage. In this study, we identified new genes involved in temperature acclimation, by the
combination analysis of single cell transcriptome analysis, molecular genetics and optical imaging

of neuronal activity.
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