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Next generation genome editing without artificial nucleases
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We previously developed tailed duplexes, several hundred-base

single-stranded DNAs with an oligodeoxyribonucleotide annealed to the 3"-region of the long ss DNAs.
In this study, we examined various approaches towards genome editing with tailed duplexes. We found
that (1) editing efficiency was enhanced when a second mismatch was introduced into the tailed
duplexes and that (ii) tailed duplexes with nearly 100-base single-stranded DNAs and with the single
strand and double strand junctions close to the target positions showed high editing efficiencies.
We also demonstrated that (iii) genome editing was achieved by the tailed duplex in cultured cells,
without artificial nucleases.
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