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Measuring force generated by membrane translocation of protein
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The aim of this study is to measure the force generated by membrane
translocation of protein which is one of the essential biological process by high-speed atomic force
microscopy (high-speed AFM). First, we constructed a system to evaluate the mechanical properties

of the membrane translocation reaction using high-speed AFM by embedding the protein-conducting
channel into nanodiscs. In the process of constructing a measurement system, we discovered a method
for high-speed AFM observation of membrane proteins from different orientations, and this work was
published in a peer-reviewed journal as a new method. Now that the measurement system and sample
necessary for measuring the force generated by membrane translocation of protein have been prepared,
we will measure the force using high-speed AFM.
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