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The lipid membrane is an essential component of life, which is shaped by the
association of the membrane binding proteins. The membrane shaping proteins include the BAR domain
proteins and the proteins with amphipathic helices. However, the repertoires of the membrane shaping
proteins are limited. Especially, the structural fold of the membrane had been almost limited to
the BAR domain. In this study, we hypothesized the structural folds of the ankyrin-repeat domains,
which are previously shown to be involved in the protein-protein interaction, shape the membrane.

The biochemical and cell biological experiments demonstrated that the ankyrin-repeat domain of
ANKHD1 and K1 shape the membrane.
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