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To suppress tumor progression, it is important to control nutrient signaling
that supports active growth and proliferation of cancer cells. In this study, to develop new
anti-cancer and/or anti-aging drugs by targeting the nutrient signaling molecule mTORC1, which is a
master regulator of cell growth and cellular metabolism, we elucidated the regulatory mechanisms of
mTORC1 based on the molecular structures of its regulators and explored new regulatory surfaces that
can be accessed by therapeutic drugs.
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