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Drug development using a novel immune network analysis method for osteoarthritis
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A co-culture model system, including cartilage fragments, macrophages,
chondrocytes and synovial cells, to simulate the osteoarthritis joint was established. Regarding
cartilage fragments, we successfully created cartilage fragments similar in size to that seen in
human osteoarthritis. When we observed the cell dynamics of chondrocytes and synovial cells in our
original model, we could observe statistically significant changes in the expression of 153 genes.
Currently, among these candidate genes, we are conducting functional analysis on the final candidate

gene, which is thought to be particularly related to osteoarthritis.
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