2017 2022

NIMA
An Exploratory Study of Non-Inherited Maternal Histocompatibility Antigen (NIMA)

Immune Tolerance and the Development of Preeclampsia

Sugawara, Junichi

4,800,000

HLA-G
HLA-G*01:01:01:01 T

HLA

161

NIMA

Preeclampsia: PE

NIMA( )

We found a novel HLA-G allele characteristically found in mother-infant
pairs with Preeclampsia using a long-chain sequencers. In addition, we found an association between
preeclampsia and a T-stretch in the downstream region of the HLA-G*01:01:01:01 allele. In addition,
we validated the results of Japonica array analysis using 161 pairs of peripheral blood DNA from the

so-called heptafamily of pregnant women, husbands, children, and grandparents of the
three-generation cohort participants. Furthermore, based on these results, we confirmed and
validated HLA typing, identified NIMAs, and conducted association analysis with perinatal
information of pregnant women.
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