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trategy of prevention and amelioration of atherosclerosis caused by repeated
postprandial hyperglycemia
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In this study, we examined whether repeated postprandial hyperglycemia is
imprinted as epigenetic modifications in innate leukocytes such as neutrophils and monocytes, and
metabolic cells and promotes the risk of the complications such as arteriosclerosis and
steatohepatitis. As a result, a transient increase in blood glucose induced expression of
inflammation-related genes in innate leukocytes and reduced expression of genes involved in reactive

oxygen species elimination in liver parenchymal cells. In addition, our data suggests that mRNAs of
inflammation-related genes in peripheral leukocytes are candidates of biomarkers predicting onset
of complications including arteriosclerosis. Furthermore, epigenetic memories such as histone
acetylation and methylation are involved in expression changes of the above genes.
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