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Application of environmetal DNA methods to detect aquatic plants
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Although there are many rare species in aquatic plants, it is not easy to
identify them. However, there is a possibility that the environmental DNA method, which has been
rapidly developed in recent years, can be used to detect aquatic plants in water samples taken from
surveyed areas. The purpose of this study was to establish a method to apply environmental DNA to
the detection of aquatic plants and to investigate its applicability in lakes and ponds in wild.

Chloroplast DNA is often used for plant DNA barcoding, but the water in lakes and ponds contains a

large number of algae, which can also be detected. In this study, we developed PCR primers to
detect vascular plants efficiently. When we applied this method to the field lake and ponds, we were
able to detect vascular plants, including those that were actually growing in the lakes and ponds.
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