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3D chromatin structure analysis during mononuclear phagocyte differentiation
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Mononuclear phagocytes, including monocytes and dendritic cells, play
crucial roles in immune responses and tissue homeostasis. We have been studying the molecular
mechanisms underlying monocytes and dendritic cells differentiation from the viewpoint of epigenomic

regulation by transcription factors. Recent findings suggested that higher-order chromatin
structure formation is involved in the establishment of cell type-specific gene expression patterns.
In this international joint research program, we performed Hi-C analysis to understand 3D chromatin
structure reorganization during monocyte and dendritic cell differentiation. As a result, we found
that the chromatin structures dynamically change at the progenitor stage. In the future study, we
plan to investigate the molecular mechanism and biological significance of chromatin structure
change during monocyte and dendritic cell differentiation.
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