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Molecular genetic analysis, preservation of genetic resources and search
breeding resources for disease resistant in taro
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In order to improve the basic breeding technology of taro (Colocasia
esculenta), many markers were selected to classify varieties mainly in Southeast Asia including
Japan. Moreover, we have established a method for preserving genetic resources using cultured shoot
apex to maintain various varieties and strains.

To reduce the disease damage that spreads in the southern Kyushu area, we identified the diseases
(Fusarium) and found that the mixing two types of Fusarium would be provide larger damage than one
type of Fusarium.

As a result of analyzing the functional components of taro, it was discovered that they contain a
large amount of protein, unlike other root and tuber crops. We developed a new way of using the
unique characteristic “ thickener” and the most suitable powdering method for mother corms which
are usually discarded in taro.
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