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Studies on the genome interaction in polyploid plants

FFZER R OBEEE (Fn30) « (5 HEIFHEMIC IR HRONDBETH Y, W7 7 DI %
BT ENEMW T ) B E BRI D RE RS TH D, /N AT, A 2 4 ARFE B ko A, B,
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MR R OBEE (33T) : Polyploidy is widely distributed in plant species, and genome evolution
through polyploidization is unique feature compared with animal genome. Bread wheat (Triticum
aestivum L.) is a hexaploid species with A, B and D ancestral genomes. The present study revealed that
polyploidization induces genetic and epigenetic modifications among homoeologous genes in the

genomes of bred wheat.
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