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Combinatorial structures and algorithms commonly included in codes
and pooling designs for genetic experiments

HERRE
#HIE H— (JIMBO, Masakazu)
L2EEKRE - KERFEHREEARRE - BT
MEEES : 50103049

WFFERER DR (Fn30) -

RHFZETIL, BAR AT D 72 8 D pooling experiment [ZHAV S D 7 L—7F A FOMER
#3& & positive 7B T L2V XL, FEHWEFICH T D LDPC 5030 7 4 BREITHIOME
TAEECE T T LT Y ALZHALPL TS Z EIZER L, Zbicdt@d oA EHEeT v
TY X LAOHBEIMEE DN Z 7T —~ & L THf%EE1T>7-. LDPC fF50EFT7 /LY XA
L HALLO Belief Propagation 7 /L3 U X LAEZBHFE L, D7 /L3 Y X AN pooling experiment
D positive fAHIT LTV X LZHEENTHD I LEERLTZ. £, DD pooling design
DFONEMAEEHELZHI LN L. EBIT, ZThHD I NV—7 7 X FOFERL ICHAEE
BEDOBEHRE, B - X2 VT 0 OSH~OISHEZRLT-.

WFFERCR OB (930)

In this research project, we elucidate combinatorial structures and algorithms commonly
included in codes and pooling designs for genetic experiments by investigating that the
combinatorial structure and algorithm for pooling designs are similar to those of LDPC
codes. We developed a belief propagation algorithm to detect positive items among large
amount of items and showed that it is effective also for our positive detecting algorithm.
And, we clarify the property of combinatorial structures which are useful for our
algorithm. Moreover, we consider applications of combinatorial designs to the fields of
codes, information transmission and cryptography.
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