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MFFERR R OBEEE (J530) @ Various “-ome” researches are currently ongoing. Although we acknowledge
that these data are enormous collections for elementary pieces of biological phenomena, it remains
unclear how biological system connects these pieces each other at the molecular level. In our research
project, we focused on the apparently classical theme, “functional coupling between transcription and
cellular metabolism”. From this point of view, we have focused on nuclear receptors, and revealed the
structural basis for how transcription factors monitors cellular metabolites and regulates homeostasis.
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