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A study of a calcium-binding protein-regulated network in collagen secretion

Shibata, Hideki
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Collagens are structural proteins that constitute approximately 25% of human
dry body weight and are secreted from the endoplasmic reticulum to the extracellular space via the
Golgi apparatus. In this study, we aimed to elucidate the molecular mechanisms by which
calcium-responsive regulators, mainly the calcium-binding protein ALG-2, control export of collagens
from the endoplasmic reticulum, by searching for target molecules of ALG-2 by its binding motifs
and by using proximity-dependent labeling methods coupled with mass spectrometry. The
protein-protein interaction networks and subcellular localization of multiple candidate regulators
and their functions were elucidated by biochemical and molecular cell biological approaches.
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