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Molecular mechanisms of night-length recognition in photoperiodic flowering of
chrysanthemum

Higuchi, Yohei

13,100,000

B (BYH) RNA-seq
BYH CsGl, CsPRR7
CsGl

To elucidate the mechanism of dark-time measurement in photoperiodic
flowering of chrysanthemums, we generated over-expressor of constitutive active phytochrome B (BYH)
in C. seticupse and performed comprehensive gene expression analysis by RNA-seq. The results showed
that the expression of circadian clock genes, CsGl and CsPRR7, was up-regulated in BYH compared to
the wild type. Overexpression of CsGl and CsPRR7 in C. seticuspe resulted in late flowering
phenotype, suggesting that these genes may act as floral suppressors, and CsGl was found to be
involved in the formation of photo-sensitive phase of anti-florigen induction. In addition, the
expression of circadian clock genes in C. seticuspe was mainly set at dusk, suggesting the existence

of a unique circadian clock mechanism in chrysanthemums.
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