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Differentiation of stem cell with immortalized cells
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We tried the differentiation experiments from iPS cell to PGCLC. We
observed down regulation of reprogramming related genes. We observed the expression of KLF2, TRAP2C,
CD38. Elevated expression level of SOX17 which is one of the Endoderm markers. This si the first
study which succeeded the differentiation into the PGCLC.
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