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Retrotransposons, a major class of transposable elements (TEs), are genetic
elements that can move and amplify themselves within a genome. Retrotransposons contribute to
increasing the content and diversity of genomes, while their uncontrolled spread can cause genomic
instability that is deleterious to the host cell. To maintain genome integrity, control mechanisms
have evolved including RNA interference and heterochromatinization. In the latter mechanism,
repressive histone modifications and heterochromatin-associated proteins, such as heterochromatin
protein la (HPla) play critical roles in the transcriptional silencing of TEs. However, the
mechanism by which numerous TEs are specifically recognized and silenced and the factors involved
remain obscure. To explore the mechanisms of TE silencing, | focused on the uncharacterized
candidate gene 14438 (CG14438), which was identified by RNAi-screening to be involved in TE

silencing in the D. melanogaster ovary.
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