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The researcher is engaged in_informatics research to analyze the mass
spectrometry data for extracting metabolite information. By using our computational mass
spectrometry technique, we conduct integrated omics research based on the identification of novel
metabolites and metabolome networks. The results include the development of novel metabolomics
technique (FSEA method) for elucidating plant-specific natural products and the integrated omics
approach of single nucleotide polymorphism (SNP) data with the metabolome in Arabidopsis thaliana
(Nature Methods 2019). In addition, the innovative method for lipid metabolomics (lipidomics) to
reveal the lipid diversity of living organisms has been developed (Nature Biotechnology 2020).
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