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Studies on viral factors that contribute to severe infection of enterovirus 71
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EV71, a causative agent of hand, foot and mouth disease, sometimes causes
central nervous system complications. The reason for this is that it undergoes a virulent mutation
during transmission. We analyzed the pathogenicity of the viruses using clinical isolates and
EV71-susceptible Scavenger receptor B2 transgenic mice. The viruses showed different degrees of
virulence in different epidemics, suggesting the fluctuation of the virulence by introduced
mutations. We generated recombinant viruses of both virulent and avirulent strains and found that
mutations in the 5"-UTR played an important role in determining the virulence.
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