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We performed detail analyses of the transcriptional dysregulation focusing
on the neurons affected in Huntington"s disease. First, we knocked down NF-Y, a transcription factor
shown to be affected in Huntington’ s disease, in mouse brain, and then collected the knockdown
cells by FACS and subjected them to RNA-seq analysis. We found a neuron-specific ER transcriptome
affected by NF-Y dysfunction in brain neurons (Yamanaka et al. Sci Rep. 2020). We also collected
striatal medium spiny neurons, the most vulnerable neurons in Huntington®s disease, by FACS from
mouse disease model, and performed RNA-seq analysis. We identified novel transcriptome dysregulated
before the neurodegeneration (Miyazaki, Yamanaka et al. J Biol Chem. 2020).
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