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Algorithms that organisms search genes de novo

Yada, Tetsushi

13,200,000

de novo

90 de novo

de novo
GC

de novo

deep learning

De novo gene birth is the process that new genes arise from non-genic DNA
sequences by accumulating mutations. Until recently, this process was thought to occur almost
never, but advances in genome research have revealed that it is a far more common process. On the
other hand, this process can be viewed as an organism®s search for new gene sequences. Then, even
the de novo birth of a short gene consisting of only 90 nucleotides would involve the exploration of

a vast state space of more than 4 to the 90th power. Here, we revealed the full extent of the
algorithm of the organism that efficiently searches for a number of genes from the vast state space
by applying bioinformatics analysis of genome data.
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