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In plants, nitrate acts as a signal and induces changes in gene expression
profiles, metabolic balances, etc., referred to as nitrate responses. In this study, the
physiological roles of nitrate as a signal were investigated by identifying new target genes of NLP
transcription factors that govern nitrate responses and clarifying the functions of the new target
genes. ldentification of the aspartate oxidase gene required for de novo NAD+ biosynthesis and two
homeodomain-leucine zipper class | transcription factors as direct target genes of the NLP
transcription factors revealed that nitrate-dependent coordinated regulation of N assimilation and
other metabolic pathways is essential to optimizing growth in response to N nutrient conditions.
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