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In this study, the molecular mechanism of polyU addition to pre-let7 miRNA
by TUT4/7, in the presence of Lin28 protein, was clarified by structural and biochemical analysis of
the Lin28-interacting region of TUT4/7. The molecular mechanism of polyU addition to the 3" -end

of U6 snRNA by TUT1 was also clarified by structural analyses of TUT1 in complex with U6 snRNA,
together with the biochemical analysis. We also successfully determined the structure of core region
of TENT4/4B, which adds an A/G mix tail to the polyA tail of RNA, providing insight into nucleotide
specificity. We also succeeded in determining the structures of various RNA modification enzymes
and processing enzymes and clarified the molecular mechanisms of substrate specificity and
regulation of their chemical reactions.
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