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Estimation of the environmental pollution with antimicrobial-resistant bacteria
by human activities using genomic and mathematics analyses

Asai, Tetsuo
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The purpose of this study is to elucidate the mode of transmission of
antimicrobial-resistant bacteria released from human activities, control the spread of
antimicrobial-resistant bacteria in the environment, and reduce the effects of environment-derived
antimicrobial-resistant bacteria on humans. The prevalence of antimicrobial resistance in 963
wildlife-derived stocked strains from 2013 to 2017 and 894 wildlife-derived strains collected from
2018 to 2021 was low, and no change in proportion was observed. Next, we analyzed the geographic
information of the captured sites of wild animals carrying antimicrobial-resistant bacteria,
suggesting their relevance to human social activities. And animals of origin of
antimicrobial-resistant bacteria were estimated by environmental DNA analysis in environmental
water, suggesting that they may be derived from livestock.
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