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Development of DNA sequencing method targeting on guanine and abasic site

Wu, Chun
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Demethylation of 5-methylcytosine is a switch that regulates gene
transcription. In order to analyze the guanine/abasic site, which is an intermediate in the
demethylation reaction, 4-azidophenylglyoxal was first used to modify guanine at the abasic site in

genome DNA fragments prepared from Burkitt lymphoma cells in this study. The DNA fragment was
biotinylated via azide-Staudinger ligation. Then the DNA fragments which were recovered by
streptavidin beads, was amplified by PCR. Finally the mutation from guanine to adenine was detected
by the next-generation sequencing. As a result, the presence of a large number of guanine/abasic
sites were detected in the genomic DNA in Burkitt lymphoma cells.
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