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Iron deliver system of the symbiosome membrane in the leguminous plants nodule
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A soybean hairy root transformation system using CRISPR/Cas9 genome editing

was established for the functional analysis of the symbiosome membrane-localized iron transporter of
ggypean nodules. A symbiosome-membrane-localized GmDMT1 deletion mutant was generated by genome
editing.

To identify the symbiosome membrane-localized iron transporter in Lotus japonicus, VTL family iron
transporters identified in other leguminous plants, were searched for L. japonicus genome and found
some homologues other than the Senl, already known as a VTL family transporter. Mutants of these
homologs were inoculated with rhizobia and grown, but no symptoms of iron deficiency were observed,

suggesting that multiple iron transporters are involved in the uptake of iron into the symbiosome
membrane.
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