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Genome mining for silent novel biomass-degrading enzymes from fungi
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In this study, from the genes presumed to encode cellulases on the
Aspergillus oryzae genome using the genome mining method, unanalyzed genes were selected using
various databases, and high expression strains in A. oryzae were generated and analyzed. Among them,
we found that the putative endoglucanase EglIA was an enzyme that retained unique activity, the
putative B -glucosidase (Bgl) BglU/Bgl5 was an enzyme that was highly resistant to activity
inhibition by glucose (reaction product), which was the biggest problem of Bgl, and the putative
xylanase XynB was an enzyme that retained high properties of both optimum temperature and
temperature stability.
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