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(Microbacterium hydrocarbonoxydans)

This project aimed to elucidate the mechanism of how bacteria
(Microbacterium hydrocarbonoxydans) can grow using some of the hydrazide compounds that do not exist
in nature as a sole carbon source from the perspective of genes and proteins. Using the technique
of X-ray crystallography, the structures of the proteins were solved, which demonstrated how the
proteins bind and degrade non-natural compounds. These results could have led to the understanding
of one aspect of the mechanism of the adaptive ability of bacteria to survive in a variety of

environments.
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