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A library of partially aneuploid strains with various chromosomal region
duplications was constructed for Sake yeast strain K901. The results showed that the duplication of
chromosome 11 region affected malic acid production. We also developed new chromosomal manipulation
techniques for budding yeast, such as replacement, fusion, cyclization, and extrachromosomal
circular DNA. We succeeded in producing a partial aneuploidy duplicate strain that is industrially
useful, which is the goal of this research project. In addition to deletions and duplications, we
were also able to establish chromosome engineering techniques that enable various types of
chromosome manipulation.
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