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Study on binding mechanism of lactic acid bacteria to the host via anchorless
proteins
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Mechanism how a moonlighting protein, 30S ribosomal protein S19 (RpsS), is
immobilized on the bacterial cell surface of Lactobacillus rhamnosus strain FSMM22 has been
partially elucidated in this study. After the synthesis of RpsS in the cytoplasm, it leaks out from
the bacterial cells involved with their temporal increase in the cell permeability. Then, the
secreted RpsS binds tightly with acidic carbohydrate which exist on the bacterial cell surface via

electrostatic interaction.
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