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Antibiotics are chemical compounds that suppress the growth of
microorganisms. On the other hand, antibiotics can act positively on bacteria. We have previously
reported that ribosome-targeting antibiotics at concentrations below the minimum inhibitory
concentration enhanced secondary metabolism in actinomycetes, which are one of the major antibiotic
producers. In this study, we clarified the characteristics and basic mechanisms of this phenomenon
in actinomycetes. Based on the results obtained from the analysis, we devised and verified a new

method for discovering potential secondary metabolites from actinomycetes with antibiotic
properties.
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